RESULT 1 
AR149329 

LOCUS AR149329 1810 bp DNA linear PAT 08-AUG-2001 

DEFINITION Sequence 32 from patent US 6228588. 
ACCESSION AR149329 

VERSION AR149329.1 GI : 15113920 

KEYWORDS 

SOURCE Unknown . 

ORGANISM Unknown. 

Unclassified. 
REFERENCE 1 (bases 1 to 1810) 

AUTHORS Benton, B., Lee,V.J., Malouin, F . , Martin, P. K. , Schmid,M.B. and 
Sun,D. 

TITLE Methods of screening for compounds active on Staphylococcus aureus 

target genes 
JOURNAL Patent: US 6228588-A 32 08-MAY-2001; 
FEATURES Location/Qualifiers 
source 1. .1810 

/ organi sm= " unknown " 
BASE COUNT 573 a 236 c 324 g 660 t 17 others 

ORIGIN " ~ 

Query Match 64.2%; Score 33 3.4; DB 6; Length 1810; 

Best Local Similarity 77.6%; Pred. No. 1.3e-57; 

403; Conservative 0; Mismatches 116; Indels 0; Gaps 0; 

CAGATACTTTGTTACTTGAAAAAGGAGAATAATATGAGTAAGACAAGAGCAGTTATTCCC 6 0 

1 1 1 1 II llllll I Mill MINIM Ml I MM III M Mill 

C AGAC AC ATTGTTATTAGAAAAGGGAGAATAGCATGGAACATACAATAG CGGT CATTC CG 3 74 
GGTAGTTTTGATCCAATTACATATGGTCACTTAGATATCATTGAAAGAAGCGCCGACCGC 12 0 

MINIMI II Mill llllll Mill II Mill Mill I M I 

GGTAGTTTTGACCCCATTACTTATGGTCATTTAGACATTATTGAGAGAAGTACAGATAGA 434 
TTTGATGAAATCCATGTTTGTGTACTAAAAAATAGTAGTAAAGGTGGAACGTTTGACTCA 180 

MIMIIMM Mill Mill II llllll I J I = MM M llllll I I 

TTTGATGAAATTCATGTCTGTGTTCTTAAAAATAGTAAAAAAGAAGGTACGTTTAGTTTA 4 94 
GAAGAACGCATGACGTTGATTGAAGAGTCGGTTAAACATTTGCCTAATATACAAGTGCAT 240 

Mill II Ml II llllll I II MIMIIMM llllll I I II Ml 

GAAGAGCGTATGGATTTAATTGAACAATCTGTTAAACATTTACCTAATGTCAAGGTTCAT 554 
CATTTTAATGGATTGCTTGTTGATTTTTGTGATCAAGTAGGTGCAAAGACAATTATTCGA 3 00 

II 1 1 1 1 III II II II I II I llllll MINIM II II Mill II II 

C AATTTAGTGGTTTACTAGTCGATTATTGTGAAC AAGTAGGAGCTAAAACAATC ATACGT 614 
GGTTTAAGAGCTGTAAGTGACTTTGAATATGAACTACGACTTACTTCTATGAACAAAAAG 3 60 

M MINIMI II lllll ININIIMM INI I 1 1 III INN llllll 

GGTTTAAGAGCAGTCAGTGATTTTGAATATGAATTACGCTTAACTTCMATGAATAAAAAG 674 
TTAAATAGTAATATTGAAACAATGTACATGATGACAAGTGCAAACTATTCATTTATAAGT 42 0 

II II I I I INN I II llllll I Ml I II IIIIIIMIIIIMI 

TTGAACAATGAAATTGAAACGTTATATATGATGTCTAGTACTAAllTATTCATT 734 

'7tO 

TCAAGTATTGTTAAAGAAGTAGCTGCATATCAAGCGGACATTTCACCTTTTGTACCACCT 480 

I II II I II N 1 1 1 N 1 1 II M MM III II lllll II II llllll 
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4 81 CATGTCGAAAGAGCATTAAAAAAGAAATTTAATGTTTAA 519 

I I II I I I I Mill II MINIUM III 
795 TATGTTGAAAAGGCATTGAAGAAGAAATTTAAGTAATAA 833 
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